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Enterococcaceae
Staphylococcaceae
Enterobacteriaceae
Lactobacillaceae
Streptococcaceae
Bifidobacteriaceae
Erysipelotrichaceae
Sutterellaceae
Corynebacteriaceae
Veillonellaceae
Micrococcaceae
Hydrogenophilaceae
Neisseriaceae
Bradyrhizobiaceae
Intrasporangiaceae
Actinomycetaceae
Fusobacteriaceae
Aerococcaceae
Erwiniaceae
Methylophilaceae
Bacillaceae
Moraxellaceae
Microbacteriaceae
Poaceae
Nocardiaceae
Actinidiaceae
Porphyromonadaceae
Lachnospiraceae
Oxalobacteraceae
Lawsonellaceae
Sphingomonadaceae
Eubacteriaceae
Prevotellaceae
Sphingobacteriaceae
Thermodesulfobiaceae
Oscillatoriales
Planococcaceae
Brevibacteriaceae
Clostridiaceae
Muribaculaceae
Burkholderiaceae
Frankiaceae
Chitinophagaceae
Gloeobacteraceae

Propionibacteriaceae

Family



